Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.060; wR factor = 0.166; data-to-parameter ratio = 9.7.
In the title compound, C 16 H 18 N 2 O 3 , the dihedral angle between the 4-methoxyphenyl ring and the urea group is 35.6 (2) . The H atoms of the urea NH groups are positioned syn to each other. In the crystal, intermolecular N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds link the molecules into a twodimensional array in the ac plane; the carbonyl-O atom is trifurcated.
Related literature
For general background to melanin, see: Prota (1988) . For the development of potent inhibitory agents of tyrosinase, see: Khan et al. (2006) ; Kojima et al. (1995) ; Cabanes et al. (1994) ; Son et al. (2000) ; Iida et al. (1995) .
Experimental
Crystal data C 16 H 18 N 2 O 3 M r = 286.32 Monoclinic, P2 1 a = 6.8120 (6) Å b = 8.7659 (7) Å c = 12.1393 (10) Å = 97.009 (3) V = 719.46 (10) Å 3 Z = 2 Mo K radiation = 0.09 mm À1 T = 296 K 0.07 Â 0.05 Â 0.03 mm
Data collection
Bruker SMART CCD area-detector diffractometer 5017 measured reflections 1947 independent reflections 1782 reflections with I > 2(I) R int = 0.073 Refinement R[F 2 > 2(F 2 )] = 0.060 wR(F 2 ) = 0.166 S = 1.05 1947 reflections 201 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.71 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
O8-H8Á Á ÁO12 i 0.86 (7) 2.09 (7) 2.863 (5) 150 (6) Data collection: SMART (Bruker, 2002) ; cell refinement: SAINT (Bruker, 2002) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX publication routines (Farrugia, 1999) .
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Comment
Melanin is one of the most widely distributed pigments and is found in bacteria, fungi, plants and animals. It is a heterogeneous polyphenol-like biopolymer with a complex structure and colour varying from yellow to black (Prota, 1988) . Tyrosinase inhibitors are clinically useful for the treatment of some dermatological disorders associated with melanin hyperpigmentation and are also important in the cosmetic industry for whitening and depigmentation after sunburn (Khan et al., 2006) . Numerous potential tyrosinase inhibitors have been discovered from natural and synthetic sources, such as ascorbic acid (Kojima et al., 1995) , kojic acid (Cabanes et al., 1994) , and tropolone (Son et al., 2000; Iida et al., 1995) . But some of their individual activities are either not potent enough to be considered of practical use or not compatible with safety regulations for food and cosmetic additives. In our continuing search for tyrosinase inhibitors, we have synthesized the title compound, (I), from the reaction of 2-amino-1-phenylethanol and 4-methoxyphenyl isocyanate under ambient conditions. Herein, the crystal structure of (I) is described (Fig. 1) .
The 4-methoxyphenyl unit is almost planar, with an r.m.s. deviation of 0.031 Å from the least-squares plane defined by the eight constituent atoms. The dihedral angle between the 4-methoxyphenyl ring and the urea plane is 35.6 (2) °. The H atoms of the urea NH groups are positioned syn to each other. The presence of intermolecular N-H···O and O-H···O hydrogen bonds link the molecules into a two-dimensional array in the ac plane ( Fig. 2 , Table 1 ). The urea-O accepts three hydrogen bonds, one from -OH and two from -NH groups.
Experimental 2-Amino-1-phenylethanol and 4-methoxyphenyl isocyanate were purchased from Sigma Chemical Co. All other chemicals and solvents were of analytical grade and were used without further purification. The title compound (I) was prepared from the reaction of 2-amino-1-phenylethanol (0.3 g, 1.2 mmol) with 4-methoxyphenyl isocyanate (0.39 g, 1.0 mmol) in acetonitrile (6 ml) with stirring. The reaction was completed within 1 h at room temperature. The solvents were removed under reduced pressure, collected and washed with dichloromethane. Removal of the solvent gave a white solid (84%; M.pt 468 K). Colourless crystals of (I) were obtained from its ethanolic solution by slow evaporation of the solvent at room temperature.
Refinement
The NH H atoms were located in a difference Fourier map and refined freely. The OH H atom was located in a difference Fourier map and refined with U iso (H) = 1.2U eq (O). The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.97 Å, and with U iso (H) = 1.2U eq (C) for aromatic and methylene, and 1.5U eq (C) for methyl H atoms. In the absence of significant anomalous scattering effects, 578 Friedel pairs were averaged in the final refinement. The maximum and minimum residual electron density peaks of 0.71 and -0.26 eÅ -3 , respectively, were located at 0.99 Å and 0.42 Å from the C7 and H7 atoms, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) O8-H8···O12 i 0.86 (7) 2.09 (7) 2.863 (5) 150 (6) N10-H10···O12 ii 0.81 (6) 2.35 (6) 3.098 (5) 153 (5) N13-H13···O12 ii 0.79 (5) 2.14 (5) 2.898 (5) 161 (4) Symmetry codes: (i) −x+1, y+1/2, −z; (ii) −x+2, y+1/2, −z.
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